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Erratum
Unfortunately, the original version of this article [1] con-
tained an error. Within the results section, and in Fig. 1,
the accession numbers KT683524-KT683536 should be
KT863524-KT863536. The correct version of Fig. 1 can
be found below.

We would like to apologize for this error and for any
inconvenience this may have caused.
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Fig. 1 Phylogenetic tree of Theileria and Babesia spp. based on the V4 region of 185 rRNA gene sequences. The parasite identified in the present study is marked in bold
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