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Erratum to: Molecular detection and
identification of piroplasms in sika deer
(Cervus nippon) from Jilin Province, China

Junlong Liu1,2*, Jifei Yang1,2, Guiquan Guan1,2, Aihong Liu1,2, Bingjie Wang1,2, Jianxun Luo1,2 and Hong Yin1,2
Erratum
Unfortunately, the original version of this article [1] con-
tained an error. Within the results section, and in Fig. 1,
the accession numbers KT683524-KT683536 should be
KT863524-KT863536. The correct version of Fig. 1 can
be found below.
We would like to apologize for this error and for any

inconvenience this may have caused.
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Fig. 1 Phylogenetic treeof Theileria andBabesia spp. basedon theV4 regionof 18S rRNAgene sequences. Theparasite identified in thepresent study ismarked inbold
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