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Abstract 

Background: Faecal egg counts (FEC) and the FEC reduction test (FECRT) for assessing gastrointestinal nematode 
(GIN) infection and efficacy of anthelmintics are rarely carried out on ruminant farms because of the cost of individual 
analyses. The use of pooled faecal samples is a promising method to reduce time and costs, but few studies are avail-
able for cattle, especially on the evaluation of different pool sizes and FECRT application.

Methods: A study was conducted to assess FEC strategies based on pooled faecal samples using different pool sizes 
and to evaluate the pen-side use of a portable FEC-kit for the assessment of FEC on cattle farms. A total of 19 farms 
representing 29 groups of cattle were investigated in Italy and France. On each farm, individual faecal samples from 
heifers were collected before (D0) and two weeks after (D14) anthelmintic treatment with ivermectin or benzimida-
zoles. FEC were determined individually and as pooled samples using the Mini-FLOTAC technique. Four different pool 
sizes were used: 5 individual samples, 10 individual samples, global and global on-farm. Correlations and agreements 
between individual and pooled results were estimated with Spearman’s correlation coefficient and Lin’s concordance 
correlation coefficients, respectively.

Results: High correlation and agreement coefficients were found between the mean of individual FEC and the mean 
of FEC of the different pool sizes when considering all FEC obtained at D0 and D14. However, these parameters were 
lower for FECR calculation due to a poorer estimate of FEC at D14 from the faecal pools. When using FEC from pooled 
samples only at D0, higher correlation and agreement coefficients were found between FECR data, the better results 
being obtained with pools of 5 samples. Interestingly, FEC obtained on pooled samples by the portable FEC-kit on-
farm showed high correlation and agreement with FEC obtained on individual samples in the laboratory. This field 
approach has to be validated on a larger scale to assess its feasibility and reliability.

Conclusions: The present study highlights that the pooling strategy and the use of portable FEC-kits on-farm are 
rapid and cost-effective procedures for the assessment of GIN egg excretion and can be used cautiously for FECR 
calculation following the administration of anthelmintics in cattle.
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Background
Gastrointestinal nematode (GIN) parasites, also known 
as gastrointestinal strongyles (Strongylida, Trichostron-
gyloidea), are amongst the most important production-
limiting pathogens of grazing ruminants in Europe and 
globally (http://www.disco ntool s.eu) [1]. The negative 
impact of GIN on livestock farms is further exacerbated 
by the escalating spread of anthelmintic resistance (AR) 
[2], a phenomenon under the attention of the scientific 
community and stakeholders as demonstrated by several 
European initiatives including the COST Action COM-
BAR (COMBatting Anthelmintic Resistance in Rumi-
nants; https ://www.comba r-ca.eu/; CA16230) recently 
launched to coordinate research on the control of AR in 
helminth parasites of ruminants.

One of the options to make GIN control practices 
more sustainable is to lower drug application frequency 
by targeting treatment (TT) to the whole group of ani-
mals when infection is high while preserving a pool of 
unexposed parasites in refugia as free-living stages [3]. 
Diagnosis of gastrointestinal helminth infection is mainly 
based on the detection of worm eggs through faecal egg 
counts (FEC) [1]. The TT approach requires a relevant 
method (e.g. FEC) that indicates the worm burden of a 
given group despite the over-dispersed distribution of 
parasites within a group of animals [4]. Furthermore, 
there is an urgent need to obtain better information on 
the AR status in Europe and FEC are required to estimate 
anthelmintic efficacy/resistance by the faecal egg count 
reduction test (FECRT) [5].

To perform this test, the ideal group size is around 10 
to 15 animals [6]. However, the cost of individual FEC is 
too high for ruminant farmers and makes veterinarians 
reluctant to increase FEC-based investigations [7]. As a 
result, on most ruminant farms, faecal diagnosis is rarely 
carried out, if at all [2]. A more regular employment of 
copromicroscopic monitoring of worm egg excretion 
could be facilitated by reducing the number of individ-
ual FEC analyses through the use of composite (pooled) 
faecal samples in which equal amounts of faeces from 
several animals are mixed together and a single FEC is 
determined from the mixture as a proxy of the group 
mean FEC.

Several studies have been performed in sheep compar-
ing mean individual counts to pooled counts using dif-
ferent pool sizes, ranging from three to ten samples, and 
different analytic sensitivities of the FEC technique, rang-
ing from 10 to 50 eggs per gram (EPG) of faeces [8–12]. 
These studies indicated that pooling ovine faecal samples 
was a reliable procedure for assessing GIN FEC taking 
into account the level of FEC, the pool size and the ana-
lytical sensitivity of the method [11].

Less is known about faecal pooling in cattle. Ward 
et al. [13] in Australia showed a good agreement between 
mean individual counts (n = 10) and mean composite 
counts (two pools of five), and George et  al. [14] in the 
USA successfully tested the single pooling from a group 
of animals ranging from 9 to 19 individuals (mean num-
ber of 15.7). However, these two studies were based 
either on a composite sample made from two pools of 
five individual faecal samples or on a single pool of all the 
individual samples and did not investigate the effect of 
different pool sizes on the FEC estimation.

Besides pooling, field-applicable kits allowing on-
farm implementation of FEC with easy-to-use devices to 
quickly analyze pooled samples are needed by the new 
generation of veterinarians and farmers to quantify hel-
minth infection, anthelmintic efficacy and AR. Recently, 
portable FEC kits combined with a mobile phone applica-
tion have been developed for image capture and specific 
worm egg quantification in horses and humans [15–17].

In order to further improve and evaluate the rapid and 
cost-effective evaluation of FEC and related FECR in cat-
tle, field studies were conducted in order to: (i) further 
evaluate strategies to assess FEC based on pooled faecal 
samples (using different pool sizes); and (ii) develop and 
evaluate a portable FEC-kit in order to perform pooled 
FEC on-farm.

Methods
Study design and sampling
Between June and October 2017, field trials were con-
ducted on a total of 19 cattle farms located in Italy and 
France. Specifically, in Italy 10 beef cattle farms were 
included and selected in the Campania and Basilicata 
regions (southern Italy); cattle were crossbreeds (Lim-
ousine, Podolica, Marchigiana). In France, 9 farms were 
included and selected in Normandy and Brittany regions 
(north-western France); they were Holstein or Normande 
breed dairy farms. In both countries, the farms were ini-
tially randomly chosen within the selected regions and 
then the selection was mainly driven by the availability of 
the farmer and the presence of GIN positive cattle.

Overall on each farm, individual faecal samples (20 g 
at least) from first or second grazing season heifers (aged 
from 6 to 20 months) were collected before (D0) and two 
weeks after (D14) anthelmintic treatment, i.e. ivermectin 
(IVM, injectable solution, 0.2 mg/kg of body weight) or 
albendazole/fenbendazole (ABZ/FBZ, oral suspension, 
7.5 mg/kg of body weight). When the number of heif-
ers on a given farm was much higher than 20 and thus 
exceeded the average value met on most farms, ani-
mals were split into similar groups of 10/20 animals and 
assigned a different treatment.

http://www.discontools.eu
https://www.combar-ca.eu/
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In Italy, the animals were divided into 2 groups of 10 
animals (one group treated with IVM and one with ABZ) 
on 3 farms; on 3 other farms, 20 cattle were treated with 
IVM and on 4 farms 20 cattle were treated with ABZ. 
Similarly, in France, on 2 farms the animals were divided 
into 2 groups of 18–20 animals, with on each farm one 
group treated with IVM and the other with FBZ; on 6 
other farms, animals were divided into 5 and 6 groups 
of 11 to 18 animals, respectively; within each farm the 
groups were assigned to a treatment with either IVM 
or FBZ. On one farm, a single group of 9 animals was 
treated with FBZ. Therefore, a total of 29 groups of cat-
tle were available for evaluating the relationship between 
mean FEC of the individuals and the composite samples, 
13 groups (6 treated with IVM and 7 with ABZ) in Italy 
and 16 groups (7 treated with IVM and 9 with FBZ) in 
France. The total number of cattle farms, individual fae-
cal samples and pools used for the study are provided in 
Fig. 1.

Preparation of pooled samples and parasitological analysis
At D0 and D14, bovine faecal samples were analyzed 
both individually and as pooled samples using the Mini-
FLOTAC technique with a detection limit of 5 eggs per 
gram (EPG) of faeces, using a sodium chloride flotation 
solution (FS2, specific gravity = 1.200) [18]. Three dif-
ferent pool sizes were used when possible (5 or 10 indi-
vidual samples, global pooling) according to the protocol 
described in Rinaldi et  al. [12] and Kenyon et  al. [11]. 
Briefly, each sample was labelled, thoroughly homog-
enized, individually examined and then composite 
(pooled) samples were prepared taking approximately 5 
g of each sample with the collector of the Fill-FLOTAC 
[18].

It should be noted that the predefined pool sizes of 5 
and 10 could not always be met at both D0 and D14 due 
to some practical constraints such as the exact number of 
animals in the group and an insufficient amount of fae-
ces to perform the analysis of each pool. The actual pool 

Fig. 1 The number of Italian and French cattle farms, individual faecal samples and pools used for the study. Abbreviations: ABZ, albendazole; FBZ, 
fenbendazole; IVM, ivermectin
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sizes (number of animals from which an individual fae-
cal sample was included) ranged from 3 to 6 for pools of 
5 and from 6 to 10 for pools of 10. The global pool was 
made from all the individuals whatever the group size 
(ranging from 9 to 20). At D0 and D14, the same animals 
were sampled and the same pools were prepared. When 
one sample was missing in a given pool, the correspond-
ing sample was withdrawn before individual FECs were 
averaged.

FECR on‑farm
A portable FEC-kit was developed in order to perform 
pooled FEC on-farm. The kit consisted of 2 Fill-FLOTAC 
(for sample collection and weighing, homogenization, 
filtration and filling) and 2 Mini-FLOTAC devices [18], 
the flotation solution (FS2) and a portable (hand-held) 
microscope with batteries (Celestron, Torrance, CA, 
USA) for use on-farm. This portable FEC-kit was used on 
10 farms to assess a global pool FEC at D0 and/or D14. 
Briefly, a single pooled sample was prepared taking 5 g 
of faeces from all individual samples using Fill-FLOTAC 
and then thoroughly mixed with a spatula in a large 
beaker. From this pool (90–100 g), a single sample of 5 
g was taken by the Fill-FLOTAC and analyzed using the 
Mini-FLOTAC technique [18] combined with the reading 
by a senior researcher under the hand-held microscope.

Coprocultures
For each of the 29 groups of cattle, a pooled faecal cul-
ture was performed at D0 and D14, following the pro-
tocol described in MAFF [19]. Developed third-stage 
larvae (L3) were identified using the morphological keys 
proposed by van Wyk & Mayhew [20]. Identification and 
percentages of each nematode genera were conducted on 
100 L3; if a sample had 100 or less L3 present, all larvae 
were identified. So, on the total number of larvae identi-
fied, it was possible to give the percentage of each genus.

Statistical analysis
The mean FEC of individual and pooled samples were 
calculated as the arithmetic mean. Correlations between 
the different measures of FEC were assessed by Spear-
man’s rho correlation coefficient (rs), the associated 95% 
confidence interval (CI) and P-value. Moreover, Lin’s 
concordance correlation coefficients (CCC) and the cor-
responding 95% CI were calculated to quantify the agree-
ment between the analysis from individual samples and 
each pool size (including those performed on-farm). Like 
a correlation, CCC ranges from − 1 to 1, with perfect 
agreement at 1. The strength of agreement was classified 
as poor, moderate, substantial or almost perfect for CCC 
values < 0.9, 0.90–0.95, 0.95–0.99 or > 0.99, respectively 
[21].

When examining individual samples, the FECR 
(%) was calculated according to the formula: FECR 
(%) = [1 − (arithmetic mean of post treatment indi-
vidual FECs/ arithmetic mean of pre-treatment indi-
vidual FECs)] × 100. For each size of pooled samples (5, 
10, global), the FECR (%) was calculated as the percent 
reduction in pooled FEC at D14 compared to corre-
sponding pooled FEC at D0: FECR (%) = [1 − (arithmetic 
mean of post treatment pooled FECs/ arithmetic mean 
of pre-treatment pooled FECs)] × 100, the number of 
pools ranging from 1 to 4. Spearman’s rs and Lin’s CCC 
were calculated as above between FECR (%) from indi-
vidual and pooled samples. In addition, a further correla-
tion analysis (rs and CCC) was done for the calculation 
of FECR (%) using a “mixed approach”, i.e. using FEC on 
D0 based on pooled samples and FEC on D14 based on 
individual samples.

The following criterion was used for defining reduced 
efficacy: FECR < 95% and lower limit of 95% confidence 
interval < 90% [6].

The level of significance was set at a P-value < 0.05 for 
all tests. All statistical analyses were performed using 
GraphPad Prism v.5 (Graph Pad Software, San Diego, 
CA, USA) and SPSS Statistics v.23 (IBM, Armonk, NY, 
USA).

Results
FEC in individual and composite samples
A total of 200 individual samples were analyzed in Italy 
and 252 in France. When calculated from individual 
samples, the mean GIN FEC at D0 and FECR (%) varied 
between 9.2–359 EPG and 73.3–100%, respectively, pro-
viding reasonable variation in FEC and FECR (%) values 
to be tested in the pooling strategy.

The correlation and the agreement between FEC results 
from individual means and pool means are reported 
in Table 1 and Fig. 2. Overall, the FEC results of pooled 
samples strongly correlated with those of individual sam-
ples regardless of the pool sizes. When focusing on FEC 
values at D0 or D14, i.e. FEC ranging between 5–400 
EPG and 0–69 EPG, respectively, Spearman’s rs values 
were notably lower for D14 FEC values.

The overall level of agreement between the FEC from 
individual and pool means was substantial for pool 
of 5 (CCC = 0.99, P < 0.001), pool of 10 (CCC = 0.97, 
P < 0.001) or global pool (CCC = 0.97, P < 0.001). When 
considering results separately for D0 or D14, the agree-
ment was substantial for pool of 5 (CCC = 0.98, P < 0.001 
and CCC = 0.96, P < 0.001, respectively) and moderate 
for pool of 10 (CCC = 0.94, P < 0.001 and CCC = 0.95, 
P < 0.001, respectively) or global pool (CCC = 0.95, 
P < 0.001 and CCC = 0.94, P < 0.001, respectively).
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Regarding the diagnosis directly on-farm including 
D0 and D14 values, results showed a high correlation 
(rs = 0.94, P < 0.001) and a moderate level of agreement 
(CCC = 0.93, P < 0.001).

The correlation between FECRs resulting from indi-
vidual and composite samples showed rs values sig-
nificant but moderate for pools of 5 samples (rs = 0.80, 
P < 0.001), 10 samples (rs = 0.77, P < 0.001) and global 
pools (rs = 0.67, P < 0.001). Similarly, CCC values indi-
cated a poor and decreasing level of agreement for 
pool of 5 samples (CCC = 0.74; P < 0.001) and global 
pool (CCC = 0.49, P < 0.001). When considering a 
mixed determination of FECR using FEC at D0 based 
on pooled samples and FEC at D14 based on individual 
samples (Table 1), higher values were obtained both for 
Spearman’s correlation coefficients and for CCC val-
ues. Specifically, the better results were obtained with 
pools of 5 samples (rs = 1.00, P < 0.001; CCC = 0.97, 
P < 0.001) and the worst with the global pool (rs = 0.80, 
P < 0.001; CCC = 0.82, P < 0.001). Data were less avail-
able for global pool on-farm and indicated low cor-
relation value (rs = 0.68, P < 0.001) and a poor level of 
agreement (CCC = 0.89, P < 0.001).

Coprocultures
In Italy, the following GIN genera were detected at D0 
(pre-treatment): Cooperia (41%), Trichostrongylus (20%), 
Oesophagostomum (18%), Ostertagia (11%) and Haemon-
chus (10%); at D14 (post-treatment) all samples were neg-
ative for GIN larvae. In France, the following GIN genera 
were detected at D0 (pre-treatment): Cooperia (88%) and 
Ostertagia (12%). At D14 (post-treatment), the following 
GIN genera were detected: Cooperia (99%) and Osterta-
gia (1%) on the farms treated with IVM, whilst very few 
numbers of Cooperia and Ostertagia were found at D14 
on farms treated with FBZ.

Discussion
Diagnosis of GIN infections by the examination of indi-
vidual faecal samples, although simple and effective, 
remains expensive and time-consuming which hampers 
widespread adoption by farmers. Over the last decade, 
thanks to the development of new diagnostic approaches 
and the improvement of the existing ones, considerable 
progress has been made to improve the performance (e.g. 
increasing the analytic sensitivity, accuracy and preci-
sion) of FEC and FECR in livestock.

However, to increase user-friendliness and uptake of the 
FEC and FECR by veterinarians and farmers, portable kits 
are required to make rapid decisions on the need to treat 
or to determine whether anthelmintics are effective [1].

In addition, promising results have been obtained in 
pilot studies using pooled faecal samples to decrease the 
workload and cost of conducting FEC in sheep and cat-
tle [11, 12, 14]. Moreover, in all these studies, as well as 
in a recent study on a comparison between different FEC 
methods (McMaster, Wisconsin and Mini-FLOTAC) in 
four different livestock hosts (cattle, sheep, llamas and 
horses) [22], the good performance of Mini-FLOTAC 
was emphasized especially when high accuracy is impor-
tant, such as when measuring FECR.

In the light of these findings, in the present study a 
practical approach was developed for a rapid and accu-
rate assessment of GIN infection intensity before and 
after anthelmintic treatment in cattle in Italy and France. 
The experiment was conducted in parallel in two coun-
tries where the susceptibility of GIN could vary as it has 
been previously mentioned for small ruminants [12] but 
also encompassing potential variation in the laboratory 
settings where the tests were performed.

The present study provides new insights into standardi-
zation of FEC and FECRT on pooled faecal samples by 
comparing different pool sizes (five samples, ten samples 
and global) in cattle and the evaluation of a portable kit 
to perform pen-side FEC.

Table 1 Spearman’s rho correlation coefficient (rs) and Lin’s 
concordance correlation coefficients (CCC) between FEC from 
individual and pooled samples according the pool size and 
the FEC values (whole, D0 or D14) and between FECR(%) from 
individual samples and FECR(%) from individual samples at D14 
and pooled samples at D0 according the pool size

Pool size No. of pools rs 95% CI CCC 95% CI

Faecal egg count

 Pool of 5 samples 58 0.98 0.95–0.99 0.99 0.98–0.99

 Pool of 10 samples 42 0.97 0.92–0.99 0.97 0.94–0.98

 Global pool 58 0.95 0.91–0.97 0.97 0.95–0.98

 Global pool on-farm 26 0.94 0.82–0.98 0.93 0.88–0.96

 Pool of 5 samples (D0) 29 0.98 0.93–0.99 0.98 0.96–0.99

 Pool of 10 samples 
(D0)

21 0.98 0.90–1.00 0.94 0.86–0.98

 Global pool (D0) 29 0.91 0.75–0.97 0.95 0.90–0.98

 Pool of 5 samples 
(D14)

29 0.84 0.64–0.94 0.96 0.93–0.97

 Pool of 10 samples 
(D14)

21 0.79 0.51–0.92 0.95 0.90–0.98

 Global pool (D14) 29 0.69 0.39–0.86 0.94 0.89–0.97

Faecal egg count reduction

 Pool of 5 samples 29 1.00 0.99–1.00 0.97 0.95–0.98

 Pool of 10 samples 21 0.88 0.72–0.95 0.82 0.65–0.91

 Global pool 29 0.80 0.62–0.91 0.82 0.70–0.90

 Global pool on-farm 13 0.68 0.20–0.90 0.89 0.85–0.91
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High correlation and agreement coefficients (Spear-
man and Lin) were found between the mean of individual 
FECs and the mean of FECs of three different pool sizes 
(five samples, ten samples and global) when considering 
all FEC obtained at D0 and D14. Values were in the same 
range for the different pools (0.95 to 0.98 for rs and 0.97 
to 0.99 for CCC) and indicated that any pooling strat-
egy was efficient. However, when focusing on the lowest 
FECs, i.e. those obtained 14 days after anthelmintic treat-
ment, correlations were noticeably lower suggesting a 
poorer estimation of FEC through pooling, due to a lot 
of zero data. These poor estimates of FEC at D14 were 
responsible for a poor FECR calculation.

In contrast, when FEC determination at D14 was based 
on individual faecal samples, noticeably higher cor-
relation/agreement values were found for FECR, par-
ticularly for a pool of five samples. Our results globally 
confirm the previous data on pooled FEC/FECR obtained 
in sheep by Kenyon et al. [11] and Rinaldi et al. [12] and 
in cattle by Ward et  al. [13] and George et  al. [14] with 

different pooling strategies (pools of 5, 10 or 20; global 
pool of 9–19 animals). In the study of George et al. [14] 
involving 14 groups of cattle, the mean individual FEC 
ranged from 82 to 671 and from 0 to 210 EPG for pre-
treatment and post-treatment sampling, respectively 
whereas the FECR (%) ranged from 53.1 to 100. The 
authors found very high correlation (rs = 0.92) and agree-
ment (CCC = 0.95) of FECR (%) between individual and 
global pooling sampling (9–19 animals per pool). Such 
distributions in mean individual FEC and in FECR (%) 
have not been found in the context of the French and Ital-
ian cattle production. Kenyon et al. [11] pointed out the 
importance of the EPG level and the EPG aggregation at 
D0 for the use of pooled faeces for FECR.

Interestingly, FECs obtained on pooled samples by the 
portable FEC-kit on-farm showed high correlation and 
agreement with FECs obtained on individual samples in 
the laboratory. This field approach has to be validated 
on a larger scale to assess the feasibility and reliability of 
FECR calculation on-farm.

Fig. 2 The correlation in FEC (pre-treatment and post-treatment) based on the examination of individuals and pools of 5 (a), 10 (b), global pool (c) 
and global pool analysed directly on-farm (d) in Italy and France
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The present study also confirmed the findings by Geur-
den et al. [23] with the full efficacy of ivermectin on cattle 
farms in Italy and the lack of efficacy on some farms in 
France.

Conclusions
The present study highlighted that the pooling strategy 
and the use of a portable FEC-kit on-farm are rapid and 
cost-effective procedures for the assessment of GIN egg 
excretion and can be used cautiously for FECR calcula-
tion following administration of anthelmintics in cattle. 
The use of improved FEC and FECR together with har-
monization of study design and interpretation [14, 24] 
would allow field surveys to be conducted on a larger 
scale than today. It would also promote uptake of diag-
nostic procedures by veterinary practitioners in order 
to fill knowledge gaps in the burden of GIN infection 
and the efficacy of anthelmintics at both the European 
and global scale. For these reasons, the development 
of an automated system for reading and counting eggs 
based on the Mini-FLOTAC technique in the veteri-
nary field is in progress. It uses remote support tools 
to assist veterinarians and farmers to optimize control 
strategies so that evidence-based parasite control strat-
egies for livestock can be effectively implemented in 
the future.

Abbreviations
GIN: gastrointestinal nematode; GI strongyles: gastrointestinal strongyles; D0: 
pre-treatment; D14: post-treatment; IVM: ivermectin; ABZ: albendazole; FBZ: 
fenbendazole; FEC: faecal egg count; FECR: faecal egg count reduction; FECRT : 
faecal egg count reduction test; AR: anthelmintic resistance; TT: targeted treat-
ment; rs: Spearman’s rho correlation coefficient; CI: confidence interval; CCC : 
Lin’s concordance correlation coefficients.

Acknowledgements
The authors would like to express sincere appreciation to Mirella Santaniello 
and Maria Elena Morgoglione for their technical collaboration.

Authors’ contributions
Conceived, designed and coordinated the study: GC, LR, CC and NR. Per-
formed sampling and laboratory analyses: AA, AB, ED, MG, AL, MPM, AC. All 
authors contributed to data analysis and interpretation, and preparation of the 
manuscript. All authors read and approved the final manuscript.

Funding
This study was performed within the Italy/France Galileo Project (2016). This 
article is based upon work from COST Action COMBAR CA16230, supported by 
COST (European Cooperation in Science and Technology).

Availability of data and materials
All data generated or analysed during this study are included in this published 
article. The datasets used and/or analysed during the present study available 
from the corresponding author upon reasonable request.

Ethics approval and consent to participate
We obtained verbal informed consent from the owners of animals to collect 
the faecal samples.

Consent for publication
Not applicable.

Competing interests
The Mini-FLOTAC technique was developed and is patented by GC, but the 
patent has been handed over to the University of Naples ‘Federico II’. The fact 
that GC is the current patent holder of the Mini-FLOTAC and Fill-FLOTAC had 
no role in the preparation and submission of the protocols reported or the 
design and implementation of ongoing and future studies. To obtain Mini-
FLOTAC or Fill-FLOTAC devices, a contribution is required that is used only to 
cover costs of production and packaging, and to contribute to the ongoing 
FLOTAC research. The remaining authors declare that they have no competing 
interests.

Author details
1 Department of Veterinary Medicine and Animal Production, University 
of Napoli Federico II, CREMOPAR, Napoli, Italy. 2 BIOEPAR, INRA, Oniris, 
44307 Nantes, France. 3 Kreavet, Hendrik Mertensstraat 17, 9150 Kruibeke, 
Belgium. 

Received: 27 February 2019   Accepted: 6 July 2019

References
 1. Charlier J, Thamsborg SM, Bartley DJ, Skuce PJ, Kenyon F, Geurden T, et al. 

Mind the gaps in research on the control of gastrointestinal nematodes 
of farmed ruminants and pigs. Transbound Emerg Dis. 2018;65(Suppl. 
1):217–34.

 2. Vercruysse J, Charlier J, Van Dijk J, Morgan ER, Geary T, von Samson-
Himmelstjerna G, et al. Control of helminth ruminant infections by 2030. 
Parasitology. 2018;145:1655–64.

 3. Charlier J, Morgan ER, Rinaldi L, van Dijk J, Demeler J, Höglund J, et al. 
Practices to optimize gastrointestinal nematode control on sheep, goat 
and cattle farms in Europe using targeted (selective) treatments. Vet Rec. 
2014;175:250–5.

 4. Kenyon F, Hutchings F, Morgan-Davies C, van Dijk J, Bartley DJ. Worm 
control in livestock: bringing science to the field. Trends Parasitol. 
2017;33:669–77.

 5. Rose H, Rinaldi L, Bosco A, Mavrot F, de Waal T, Skuce P, et al. Widespread 
anthelmintic resistance in European farmed ruminants: a systematic 
review. Vet Record. 2015;176:546.

 6. Coles GC, Bauer C, Borgsteede FH, Geerts S, Klei TR, Taylor MA, et al. World 
Association for the Advancement of Veterinary Parasitology (W.A.A.V.P.) 
methods for the detection of anthelmintic resistance in nematodes of 
veterinary importance. Vet Parasitol. 1992;44:35–44.

 7. Cabaret J. Pro and cons of targeted selective treatment against digestive-
tract strongyles of ruminants. Parasite. 2008;15:506–9.

 8. Baldock FC, Lyndal-Murphy M, Pearse B. An assessment of a composite 
sampling method for counting strongyle eggs in sheep faeces. Aust Vet J. 
1990;67:165–7.

 9. Nicholls J, Obendorf DL. Application of a composite faecal egg count 
procedure in diagnostic parasitology. Vet Parasitol. 1994;52:337–42.

 10. Morgan ER, Cavill L, Curry GE, Wood RM, Mitchell ES. Effects of aggrega-
tion and sample size on composite faecal egg counts in sheep. Vet 
Parasitol. 2005;131:79–87.

 11. Kenyon F, Rinaldi L, McBean D, Pepe P, Bosco A, Melville L, et al. Pooling 
sheep faecal samples for the assessment of anthelmintic drug efficacy 
using McMaster and Mini-FLOTAC in gastrointestinal strongyle and 
Nematodirus infection. Vet Parasitol. 2016;225:53–60.

 12. Rinaldi L, Levecke B, Bosco A, Ianniello D, Pepe P, Charlier J, et al. Compari-
son of individual and pooled faecal samples in sheep for the assessment 
of gastrointestinal strongyle infection intensity and anthelmintic drug 
efficacy using McMaster and Mini-FLOTAC. Vet Parasitol. 2014;205:216–23.

 13. Ward MP, Lyndal-Murphy M, Baldock FC. Evaluation of a composite 
method for counting helminth eggs in cattle faeces. Vet Parasitol. 
1997;73:181–7.

 14. George MM, Paras KL, Howell SB, Kaplan RM. Utilization of composite 
fecal samples for detection of anthelmintic resistance in gastrointestinal 
nematodes of cattle. Vet Parasitol. 2017;240:24–9.

 15. Scare JA, Slusarewicz P, Noel ML, Wielgus KM, Nielsen MK. Evaluation 
of accuracy and precision of a smartphone based automated parasite 



Page 8 of 8Rinaldi et al. Parasites Vectors          (2019) 12:353 

•
 
fast, convenient online submission

 •
  

thorough peer review by experienced researchers in your field

• 
 
rapid publication on acceptance

• 
 
support for research data, including large and complex data types

•
  

gold Open Access which fosters wider collaboration and increased citations 

 
maximum visibility for your research: over 100M website views per year •

  At BMC, research is always in progress.

Learn more biomedcentral.com/submissions

Ready to submit your research ?  Choose BMC and benefit from: 

egg counting system in comparison to the McMaster and Mini-FLOTAC 
methods. Vet Parasitol. 2017;247:85–92.

 16. Slusarewicz P, Pagano S, Mills C, Popa G, Chow KM, Mendenhall M, et al. 
Automated parasite faecal egg counting using fluorescence labelling, 
smartphone image capture and computational image analysis. Int J 
Parasitol. 2016;46:485–93.

 17. Bogoch II, Andrews JR, Speich B, Utzinger J, Ame SM, Ali SM, et al. Mobile 
phone microscopy for the diagnosis of soil-transmitted helminth infec-
tions: a proof-of-concept study. Am J Trop Med Hyg. 2013;88:626–9.

 18. Cringoli G, Maurelli MP, Levecke B, Bosco A, Vercruysse J, Utzinger J, et al. 
The Mini-FLOTAC technique for the diagnosis of helminth and protozoan 
infections in humans and animals. Nat Protoc. 2017;12:1723–32.

 19. Ministry of Agriculture, Fisheries and Food (MAFF). Manual of veterinary 
parasitological techniques. 3rd ed. London: Her Majesty’s Stationary 
Office; 1986. p. 160.

 20. van Wyk JA, Mayhew E. Morphological identification of parasitic nema-
tode infective larvae of small ruminants and cattle: a practical lab guide. 
Onderstepoort J Vet Res. 2013;80:539.

 21. McBride GB. A proposal for strength-of-agreement criteria for Lin’s 
concordance correlation coefficient. Hamilton: National Institute of Water 
and Atmospheric Research; 2005. p. 10.

 22. Paras KL, George MM, Vidyashankar AN, Kaplan RM. Comparison of 
fecal egg counting methods in four livestock species. Vet Parasitol. 
2018;257:21–7.

 23. Geurden T, Chartier C, Fanke J, di Regalbono AF, Traversa D, von Samson-
Himmelstjerna G, et al. Anthelmintic resistance to ivermectin and mox-
idectin in gastrointestinal nematodes of cattle in Europe. Int J Parasitol 
Drugs Drug Resist. 2015;5:163–71.

 24. Levecke B, Kaplan BM, Thamsborg SM, Torgerson PR, Vercruysse J, Dobson 
RJ. How to improve the standardization and the diagnostic performance 
of the fecal egg count reduction test? Vet Parasitol. 2018;253:71–8.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in pub-
lished maps and institutional affiliations.


	Rapid assessment of faecal egg count and faecal egg count reduction through composite sampling in cattle
	Abstract 
	Background: 
	Methods: 
	Results: 
	Conclusions: 

	Background
	Methods
	Study design and sampling
	Preparation of pooled samples and parasitological analysis
	FECR on-farm
	Coprocultures
	Statistical analysis

	Results
	FEC in individual and composite samples
	Coprocultures

	Discussion
	Conclusions
	Acknowledgements
	References




