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Abstract 

Background: Culicoides biting midges (Diptera: Ceratopogonidae) are biological vectors of livestock arboviruses that 
cause diseases with significant economic, social and welfare impacts. Within temperate regions, livestock movement 
during arbovirus outbreaks can be facilitated by declaring a ‘seasonal vector-free period’ (SVFP) during winter when 
adult Culicoides are not active. In this study we carry out long-term monitoring of Culicoides adult emergence from 
larval development habitats at two farms in the UK to validate current definitions of the SVFP and to provide novel 
bionomic data for known vector species.

Methods: Standard emergence traps were used to collect emerging adult Culicoides from dung heaps at two cattle 
farms in the south-east of England from June to November 2016 and March 2017 to May 2018. Culicoides were mor-
phologically identified to species or complex level and count data were analysed using a simple population dynamic 
model for pre-adult Culicoides that included meteorological components.

Results: More than 96,000 Culicoides were identified from 267 emergence trapping events across 2 years, reveal-
ing clear evidence of bivoltinism from peaks of male populations of Culicoides obsoletus emerging from dung heaps. 
This pattern was also reflected in the emergence of adult female Obsoletus complex populations, which dominated 
the collections (64.4% of total catch) and emerged throughout the adult active period. Adult male C. obsoletus were 
observed emerging earlier than females (protandry) and emergence of both sexes occurred throughout the year. 
Culicoides chiopterus and Culicoides scoticus were also identified in spring emergence collections, providing the first 
evidence for the overwintering of larvae in dung heaps for these species.

Conclusions: This study demonstrates continual and highly variable rates of emergence of Culicoides throughout the 
year. A lack of evidence for mass emergence in spring along with the ability to observe male generations highlights 
the need for complementary surveillance techniques in addition to light-trap data when investigating seasonality and 
phenology. Evidence was found of other vector species, C. chiopterus and C. scoticus, utilising cattle dung heaps as an 
overwintering habitat, further highlighting the importance of these habitats on farms.
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Introduction
The potential for increased emergence and spread of 
vector-borne diseases (VBDs) of medical and veteri-
nary importance with changing environmental condi-
tions is a global concern [1, 2]. VBDs are considered 
to be emerging at an increased rate, with 80% of the 
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worlds’ human population considered currently at risk 
from at least one vector-borne disease [3, 4]. A recent 
white paper commissioned by the International Federa-
tion for Animal Health identified 31 important VBDs 
affecting humans and animals, and over half of these 
(16) were arboviruses [5].

Culicoides biting midges (Diptera: Ceratopogonidae) 
are biological vectors of veterinary and medical patho-
gens that cause diseases inflicting significant economic, 
social and welfare impacts on the livestock industry and 
human populations [6–9]. In ruminants, bluetongue 
virus (BTV) and Schmallenberg virus (SBV) in par-
ticular have been identified as important arboviruses, 
causing diseases with high, multifactorial associated 
costs during outbreaks in Europe [10–13]. In addition, 
following the emergence of BTV and SBV, the threat of 
successful emergence of other Culicoides-borne arbovi-
ruses is considered to be greater in Europe, particularly 
in the case of African horse sickness virus, which has 
caused a recent unprecedented epidemic in South East 
Asia [14] and historically has resulted in high equine 
mortality and substantial economic losses [15].

A key feature exacerbating the impact of both SBV 
and BTV in Europe is their ability to successfully over-
winter in a region where Culicoides adult activity is lim-
ited for several months by cold temperatures that also 
prevent completion of the extrinsic incubation period 
[16–21]. Re-colonisation from warmer regions is the 
only primary mechanism underpinning overwintering 
of Culicoides-borne arboviruses in northern Europe 
identified to date and other potential methods are 
largely unknown and challenging to dissect, although 
both transplacental transmission [22] and longer-term 
survival of Culicoides in animal housing [23] have been 
identified.

Understanding the ecology of Culicoides-borne arbovi-
ruses in northern Europe is challenging and several fun-
damental aspects of vectorial capacity remain very poorly 
understood. This is in part due to the difficulties of study-
ing what is thought to be a multi-vector system [24, 25], 
where none of the many candidate vector species have 
proved to be amenable to colonisation under laboratory 
conditions [26]. This issue is exacerbated by primary 
inference of ecology from light-suction trap collections 
where well-known biases exist, including variation in 
diurnal activity and potential light aversion following 
infection [27–29]. It is highly probable, however, from 
isolations and detection of viral RNA that the Avaritia 
subgenus (Culicoides obsoletus Meigen, Culicoides scoti-
cus Downes & Kettle, Culicoides dewulfi Goetghebuer, 
Culicoides chiopterus Meigen and Culicoides montanus 
Shakirzjanova) and those within the Culicoides subge-
nus (Culicoides pulicaris Linnaeus, Culicoides punctatus 

Meigen) are primary vectors for BTV and SBV in north-
ern Europe [30, 31].

Culicoides of the subgenera Culicoides and Avaritia are 
known to complete multiple generations during Spring–
Autumn in northern Europe, followed by an overwinter-
ing period spent primarily in their fourth (final) larval 
instar stage [32]. Light-suction trap collections have been 
used to infer the number of generations completed each 
year, through either the appearance of large numbers of 
adult individuals over short time periods in light-suction 
[33] or un-baited suction traps [34]. Completion of gono-
trophic cycles has also been inferred through abdominal 
pigmentation in adult female populations to complement 
trapping approaches [35, 36]. In addition, laboratory 
studies of the development of C. obsoletus in Spain have 
demonstrated that generation time from egg to pupa-
tion was approximately 32 days when derived from field 
populations held at a constant 18 °C [37]. In the UK it is 
inferred that species within the Culicoides and Avaritia 
subgenera are bivoltine or trivoltine [36, 38], although the 
timing and number of generations will clearly be directly 
related to biotic and abiotic parameters.

Larval development sites utilised by the Culicoides sub-
genus in northern Europe include marshland and swamp 
habitats, water body embankments, waterlogged areas, 
sheep dung and organically enriched soils [32, 39–42]. 
Those utilised by the Avaritia subgenus are often more 
closely associated with livestock farming. The most com-
mon and abundant livestock-associated species in north-
ern Europe, C. obsoletus, demonstrates plasticity in larval 
development site selection, with individuals recovered 
from forest leaf litter, tree holes, flood plains, marshes, 
swamps and acid grassland habitats, silage residues, com-
post, fresh and stored manure of multiple species, live-
stock bedding and livestock housing [43–48]. Culicoides 
scoticus breeding habitats overlap with these and are 
similarly diverse [32, 42, 49, 50]. Culicoides chiopterus 
and C. dewulfi, in contrast, are considered obligate dung 
breeders [32, 40, 46, 51, 52]. Recent studies have widened 
the known larval habitats of these species, with some evi-
dence of associations with floodplains and, in the case of 
C.  chiopterus, compost, meadows, swampy forests and 
riverbanks [45].

The use of a diverse range of organically enriched 
breeding habitats by the Avaritia subgenus can lead to 
huge populations of these arbovirus vectors develop-
ing in close proximity to susceptible livestock hosts. The 
farming practice of storing dung and slurry onsite over 
the winter, prior to spreading in the spring, may further 
increase the risk of Culicoides emerging near livestock 
hosts both throughout the winter months and once 
spread in the spring [38, 42, 53]. Such habitats also rep-
resent stable, warmer, relatively permanent habitats for 
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insects that are at risk of desiccation in more ephem-
eral substrates [54]. Conditions within dung heaps could 
extend emergence of adult Culicoides in northern Europe 
into winter, contributing to overwintering of arbovi-
ruses. Interestingly, despite these favourable develop-
mental conditions, only C. obsoletus has been previously 
reported in high abundance emerging from cattle dung 
heaps [42, 54, 55]. Taking this into consideration, this 
study aimed to collect emerging Culicoides from dung 
heaps across multiple years and farm sites to investigate 
the emergence phenology and seasonality of these larval 
habitats for the informing of Culicoides-borne disease 
infection models, policy and control strategies.

Methods
Study area, Culicoides collection and identification
Culicoides were collected from two farms, ON (51.95, 
-1.52) and PW (51.69, -0.74), from 8 June 2016 to 8 
November 2016 and from 14 March 2017 to 23 May 
2018. At each site, emergence traps (NHBS, Totnes, 
UK) were placed on Culicoides larval habitats enclosing 
0.36   m2 (three emergence traps at site ON; five at PW) 
(Fig. 1). The location of the traps did not change during 
the study; however due to vegetation succession over 
time the substrate did (Fig. 2). Newly emerged Culicoides 
were collected into 50–70% ethanol (a lower percentage 
of ethanol within this range was used during hot spells to 
reduce evaporation rate) and held in the collection bot-
tle for up to 2 weeks prior to storage in fresh 70% etha-
nol. The daily collection rate was calculated by dividing 
total collection by number of trapping days between col-
lections. Where mean daily collection rates were stated, 
these were the daily collection rate over the number of 
operational traps.

Adult Culicoides were identified to species or com-
plex level using a Leica MZ6 stereo-microscope and 

morphological keys [32, 56]. Particularly large samples 
(> 4 g) were subsampled by draining excess ethanol and 
weighing, with a known proportion of the sample used 
for identification (samples are indicated in Additional 
file  7: Datafile S1). Female Culicoides of the Avaritia 
subgenus were identified to species level in the case of 
C. chiopterus, with C. obsoletus and C. scoticus females 
identified to Obsoletus complex level based on wing 
pattern morphology, pattern and size (examples of wing 
patterns can be viewed on the IKCC website [57]). Culi-
coides montanus was not included in the analysis as 
identification is only possible through molecular iden-
tification and has previously been considered rare and 
restricted to the southern Mediterranean region prior 
to 2020 [27, 58, 59]. Males of the Avaritia subgenus 
were identified to species level through morphologi-
cal keys of the wings and genitalia [32, 56]. No formal 
description of C. montanus males exists to the authors’ 
knowledge. The ratio of C.  obsoletus and C.  scoti-
cus males was used as a proxy for the species ratio of 
females within the Obsoletus complex [34, 60, 61]. All 
female Culicoides were further examined for abdomi-
nal pigmentation, noted as non-pigmented, pigmented, 
gravid and blood-fed [62].

Hourly meteorological data for 2016, 2017 and 2018 
were obtained from the Met Office for the weather sta-
tions closest to the trap sites (South Newington for ON; 
High Wycombe for PW; both located within 5  km of 
the traps). These were used to compute daily mean and 
maximum air temperatures (°C) and daily total precipi-
tation (mm) (Additional file  2: Figure S1). In addition, 
hourly soil temperature data (at a depth of 3.5 cm) for 
the same years were extracted for each trap site from 
the ERA5-Land hourly data from 1950 to present [63].

Fig. 1 Locations of farm sites and dung heaps with corresponding emergence traps
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Statistical methods
The relationship between emergence of Culicoides biting 
midges and the mean maximum air temperature (°C) in 
the preceding week was assessed using a binomial fam-
ily generalised linear mixed model. The response variable 
was whether or not an emergence trap collected any indi-
viduals; the mean maximum air temperature in the pre-
ceding week was the explanatory variable and trap was 
included as a random effect. Separate models were con-
structed for total Culicoides, C. obsoletus/scoticus females 
and C. obsoletus males. Models were implemented using 
the lme4 package [64] in R (version 4.0.5) [65].

The emergence trap data were further analysed using 
a simple population dynamic model. Because there is no 
information on the development of separate life stages 
(i.e. eggs, larvae and pupae), the model considers all pre-
adult Culicoides life stages as a single population. The 
model assumed that: (i) the number of new pre-adults 
is proportional to adult Culicoides activity; (ii) pre-adult 
survival is density dependent; (iii) pre-adult development 
is temperature dependent at a rate, d, proportional to 
temperature above a threshold, Tmin (i.e. the development 
rate is given by δ = d(T-Tmin) where T is the soil tempera-
ture), so pre-adults emerge once they have accumulated 
sufficient thermal time; (iv) there is no diapause. Param-
eters in the model were fit to the emergence trap data 
using Bayesian methods. Full details of the model and 

fitting methods are provided in the supporting informa-
tion (Additional file 1: Text S1). Separate models were fit-
ted for total Culicoides, C. obsoletus/scoticus females and 
C. obsoletus males.

Results
Culicoides collections
In total 286 collections were made during the study; how-
ever, 19 were not used in analyses because of disturbance 
of the traps by humans, livestock and/or wildlife, or due 
to extreme wind conditions leading to traps becoming 
untethered from the substrate. A total of 96,062 Culi-
coides belonging to seven species  were collected across 
these 267 successful collections (Table 1). The collections 
analysed were dominated by females classified within the 
Obsoletus complex (61,852, 64.4%) and male C. obsoletus 
(33,453, 34.8%) (Table  1). Based on the ratio of male C. 
obsoletus:C. scoticus, 98.4% of these females were C. obso-
letus. The sex ratio in emerging Culicoides was 1.82:1 
female:male for the Obsoletus complex. Among the 
61,852 female Obsoletus complex Culicoides collected, 
5042 (8.2%) possessed abdominal pigmentation and 2263 
(3.7%) were gravid. Both pigmented and gravid individu-
als were recovered throughout the study period (Fig. 3).

Total recorded Culicoides abundance was great-
est mid-August to early September 2017, recording a 
peak mean daily rate in late August of 117.3 (SD = 3.9) 

Fig. 2 Example of site succession through the year at ON EM2 and PW EM4 and EM5
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Culicoides emerging each trap day across the eight traps. 
This was also observed for the female Obsoletus complex 
(M = 74.5, SD = 3.7); however, C. obsoletus males peaked 
in both late May 2017 (M = 42.8, SD = 19.0) and then 
again in late August/early September 2017 (M = 42.4, 
SD = 0.6, M = 41.9, SD = 0.5, respectively) (Fig.  4; 
Table 2). Culicoides scoticus males were significantly less 
abundant, with peak daily emergence observed in late 
June 2016 (M = 1.9, SD = 0.0) and early September 2017 
(M = 1.1, SD = 0.0). Other species were less abundant, 
with 103 C.  chiopterus emerging sporadically from June 
to August 2016, June to late September 2017 and in late 
April/early May in 2018. The 95 C.  pulicaris collected 
emerged from mid-June to late August 2016 and mid-
May 2018. One gravid female was caught during early 
April 2017, suggesting the individual was preparing to 
oviposit on the dung heap. All nine C.  punctatus were 
collected in June, seven of which from a single catch at 
ON EM3 in June 2016. The three Culicoides brunnicans 
Edwards were collected in mid-June 2016 and mid-May 
2017, with both Culicoides circumscriptus Kieffer individ-
uals recovered from ON EM3 in late August/early Sep-
tember 2016.

A major emergence event occurred at ON EM3 
between 30 August and 12 September 2017 with a total 
of 6900 Culicoides collected (a daily rate of emergence of 
492.9), with greatest total recorded abundance observed 
mid-August to early September in 2017 (Table 2). This is 
in contrast to 2016 where total recorded abundance was 
greatest in late June through to mid-July (mean daily rate 

of 99.9 Culicoides emerging/day across 3 running traps, 
SD = 17.3), with only 5.3 Culicoides emerging per trap 
day in late August 2016 (Fig. 4; Table 2). The mean daily 
Culicoides collection rate per trap varied from 0 to 492.9 
with PW EM1 the most productive trap: collecting a 
mean of 92 Culicoides per collection across the study. The 
mean daily collection rate varied from 0 to 119.1 individ-
uals across successful collections made in the study.

In 2016–2017 trapping ceased prior to the end of Culi-
coides emergence (Table  2). However, on restarting the 
traps no Culicoides were collected from 14 March to  
22 March 2017. In the 2017–2018 trapping period, no 
female Culicoides emerged from the 5 January 2018 to 23 
April 2018. Male emergence paused between the 5 Janu-
ary 2018 and 12 February 2018, when one male C. obso-
letus emerged (between 12 February and 27 February), 
with no male Culicoides observed after this until 12 April 
2018. From 8 June 2016 to 8 November 2016, 23 March 
2017 to 4 January 2018 and after  12 April 2018 to the end 
of the study, emergence was observed to be continuous 
but the number of individuals collected was highly vari-
able (Table 2).

The SVFP as defined by EU legislation and recorded 
in parallel in the UK using light-suction trap data was 
declared to be between 20 December 2016 to 15 April 
2017 and from 7 December 2017 to 27 April 2018 (Dr 
Marion England, UK Culicoides Reference Labora-
tory,  personal communication, June 17 2021,  unpub-
lished data). A total of 1185 Culicoides emerged from 
23 March to 15 April 2017 (no emergence trapping was 

Table 1 Total Culicoides collected from each emergence traps

No Culicoides dewulfi were trapped in any emergence trap

Other species:

ON EM1: 1 female C. brunnicans

ON EM3: 5 female C. pulicaris, 13 male C. pulicaris, 7 female C. punctatus, 2 male C. punctatus, 2 female C. circumscriptus, 1 female C. brunnicans

PW EM3: 1 female C. pulicaris

PW EM4: 39 female C. pulicaris, 30 male C. pulicaris, 1 female C. brunnicans

PW EM5: 6 female C. pulicaris, 1 male C. pulicaris
†  PW EM1: Total includes 11 damaged male Obsoletus group Culicoides
‡  PW EM5: Total includes two damaged male Obsoletus group Culicoides

Trap Female Obsoletus 
complex

Male C. obsoletus Male C. scoticus Female 
C. chiopterus

Male C. chiopterus Other species Total

ON EM1 9056 3162 88 1 1 1 12,309

ON EM2 10,444 5901 12 50 0 0 16,407

ON EM3 15,431 7083 233 11 17 30 22,805

PW EM1 13,808 9984 115 16 1 0 23,935†

PW EM2 3694 2548 19 0 0 0 6261

PW EM3 3290 2109 44 0 0 1 5444

PW EM4 3316 1954 17 1 0 70 5358

PW EM5 2813 712 4 5 0 7 3543‡

Total 61,852 33,453 532 84 19 109 96,062
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Table 2 Daily rate of total Culicoides emergence, female C. obsoletus/scoticus emergence and male C. obsoletus/scoticus emergence 
across the study

Year Month Mean daily 

total 

Culicoides 
emergence

Mean daily 

female 

C. obsoletus/
scoticus
emergence

Mean daily male 

C. obsoletus/
scoticus
emergence (% 

C. scoticus) 

Traps operating

ON

EM:

PW EM:

1 2 3 1 2 3 4 5

2016 Early June 9.07 5.36 2.86 (22.50)

Mid June 46.63 18.26 27.88 (2.20)

Late June 112.91 69.44 41.56 (4.53)

Early July 103.36 60.34 41.87 (3.17)

Mid July 83.49 46.76 36.33 (5.84)

Late July 20.31 15.24 5.07 (8.15)

Early August 18.43 13.20 5.23 (2.73)

Mid August 15.55 11.44 4.11 (2.09)

Late August 5.29 4.43 0.82 (7.91)

Early September 9.11 7.18 1.90 (6.76)

Mid September 16.88 13.13 3.75 (4.98)

Late September 0.83 0.62 0.21 (7.69)

Early October 0.83 0.62 0.21 (7.69)

Mid October 0.10 0.06 0.03 (4.55)

Late October 0.11 0.08 0.03

Early November 0.14 0.14 0.00

End of 2016 trapping

2017 Mid March 0.00 0.00 0.00

Late March 2.82 0.99 1.81

Early April 9.29 5.92 3.31

Mid April 13.27 9.90 3.36 (1.09)

Late April 35.32 26.42 8.90 (9.04)

Early May 25.32 21.09 4.21 (7.44)

Mid May 32.65 23.90 8.71

Late May 96.41 53.60 42.81 (0.03)

Early June 66.50 33.19 33.29 (0.42)

Mid June 88.96 57.72 31.05 (0.18)

Late June 28.48 21.21 7.27

Early July 43.50 33.78 9.72

Mid July 42.19 31.09 11.10 (0.24)

Late July 57.56 39.68 17.88 (0.05)

Early August 79.36 51.92 27.35 (1.89)

Mid August 100.44 64.90 35.47 (0.89)

Late August 117.26 74.79 42.41 (0.60)

Early September 109.06 67.01 41.87 (2.70)

Mid September 48.23 27.76 20.18 (1.37)

Late September 31.85 18.36 13.25 (0.83) * * *

Early October 27.17 19.98 7.18 (4.13)

Mid October 6.14 4.67 1.48

Late October 6.14 4.67 1.48

Early November 0.37 0.26 0.11

Mid November 0.20 0.14 0.06

Late November 0.07 0.05 0.02

Early December 0.03 0.03 0.00

Mid December 0.02 0.02 0.01

Late December 0.02 0.01 0.01

2018 Early January 0.01 0.00 0.00

Mid January 0.00 0.00 0.00

Late January 0.00 0.00 0.00

Early February 0.00 0.00 0.00

Mid February 0.01 0.00 0.01

Late February 0.01 0.00 0.01

Early March 0.00 0.00 0.00

Mid March 0.00 0.00 0.00

Late March 0.00 0.00 0.00

Early April 0.00 0.00 0.00

Mid April 1.01 0.77 0.22 (15.38)

Late April 5.37 3.47 1.76

Early May 15.52 13.17 2.26

Mid May 11.03 10.45 0.50

Late May 11.03 10.45 0.50

Mean daily emergence rate is the number emerging divided by number of days each trap was running, across the number of traps.

Shaded squares demonstrate traps collected from during the period. Gaps in data in 2017/2018 represent trap damage caused by strong winds and/or interference 
from livestock/wildlife preventing complete collection.

*Dung heap removed in line with farmers practices
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Fig. 3 Total collected pigmented (top) and gravid (bottom) Culicoides obsoletus/scoticus collected from all emergence traps across both ON and PW 
farm sites
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conducted over the winter prior to the 14 March 2017; 
Table 2) and 216 Culicoides emerged between 7 Decem-
ber 2018 and 27 April 2018, with the majority of these 
insects emerging within 2 weeks of the end of the vector-
free period (78.0% and 98.2%, respectively).

Relationship between emergence and temperature
Emergence increased with the mean maximum air tem-
perature in the preceding week, in terms of both num-
bers emerging and the probability of emergence (i.e. the 
proportion of traps in which any midges were caught) 
(Fig.  5). The mean maximum air temperature at which 
50% of traps contained at least one midge was 9.9 °C for 
total Culicoides, 10.8 °C for C. obsoletus/scoticus females 
and 13.5 °C for C. obsoletus males (Fig. 5).

Number of generations
The number of generations was inferred from the data 
by defining separate peaks of emergence within a year. 
For 2016 and 2018 the limited data made it difficult to 

discern generation number (Fig. 4). However, the gen-
erations can be clearly identified in 2017, with one or 
two generations at each trap location (Fig.  4). At ON 
there were two generations peaking around day 150 
(late May) and day 250 (early September). However, 
only the peak at day 150 was seen at ON EM1 and only 
the peak at day 250 was seen at ON EM3. By contrast, 
at ON EM2 both peaks were observed, though the one 
at day 150 was much smaller than the one at day 250 
(Fig. 4). At PW EM1 and EM2 there were two genera-
tions of equal-size peaking at days 150 and 225. Two 
generations were also observed at PW EM4, though in 
this case there was a small peak at day 100 and a larger 
peak at day 180. Only one generation was seen at PW 
EM3 (peaking at day 160) and PW EM5 (peaking at day 
200; though an earlier peak could have been missed at 
this location due to timing of sampling). Based on the 
time between peaks, these results suggest a generation 
time for the summer generation Obsoletus complex of 
around 75–80 days.

Fig. 4 Daily number of Culicoides biting midges caught in eight emergence traps at two farm sites in south-east England during 2016–2018. Each 
panel shows the daily means for the total number of Culicoides emerging (red), the number of Culicoides obsoletus/scoticus females emerging (blue) 
and the number of Culicoides obsoletus males emerging (cyan). The grey-shaded areas indicate when the samples were being collected from the 
trap
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In most cases, the total numbers of Culicoides emerg-
ing, the number of Obsoletus complex females emerg-
ing and the number of C.  obsoletus males emerging all 
had peaks at the same times, though of different heights 
(Fig. 4). However, at PW EM2, and to a lesser extent at 
EM3, there was a peak of emergence of Obsoletus com-
plex females around day 120 without a corresponding 
emergence of males (Fig. 4).

Simple population dynamic model for pre‑adult Culicoides
The fitted models are shown in Additional file 3: Figure 
S2, Additional file 4: Figure S3 and Additional file 5: Fig-
ure S4 and parameter estimates presented in Additional 
file 6: Table S1. This suggests that differences in the num-
ber of adults emerging into each trap are primarily due 
to a difference in productivity in the underlying substrate 
(which varies amongst traps) rather than due to differ-
ences in density-dependence (which is similar amongst 
traps) (Additional file 6: Table S1). Furthermore, produc-
tivity was most similar for traps on the same dung heaps 
(ON EM1-3, PW EM1-3 and PW EM4-5) (Additional 
file 6: Table S1).

Fig. 5 Relationship between emergence of Culicoides biting midges and the mean maximum temperature (°C) in the preceding week. The top row 
shows the daily mean number of midges emerging at each temperature. The bottom row shows the proportion of emergence trap catches with 
at least one midge at each temperature (triangles) and the estimated probability of emergence (black line). Columns show emergence for total 
Culicoides (left), Culicoides obsoletus/scoticus females (middle) and Culicoides obsoletus males. Colour indicates site: ON (red) or PW (blue)

Fig. 6 Development time for pre-adult Culicoides and its 
dependence on temperature inferred from the emergence trap data. 
The plot shows the posterior median (blue line) and 2.5th and 97.5th 
percentiles (blue shading) for the mean development time at each 
temperature. The black dotted line indicates the mean development 
time estimated in the laboratory for Culicoides sonorensis [83, 84]
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Fitting the model also allowed the temperature-
dependent development time to be estimated (Fig.  6). 
The amount of thermal time required for development 
(1/d)) was estimated (posterior median and 95% cred-
ible intervals) to be 151.5 (89.8, 290.7) day-degrees, with 
a threshold temperature for development (Tmin) of 5.4 
(5.2, 5.6) °C (Additional file 6: Table S1). The correspond-
ing mean development times are 21.4 (19.8, 64.4) days at 
10 °C, 6.7 (6.2, 20.2) days at 20 °C and 4.0 (3.7, 12.0) days 
at 30 °C (Fig. 6). Furthermore, the estimated development 
rates were the same when fitting the model to emergence 
data for total Culicoides, C. obsoletus/scoticus females 
and C. obsoletus males (Additional file 6: Table S1).

Discussion
While extremely intensive, multi-country studies have 
used light-suction trapping to define spatial and tempo-
ral peaks in adult Culicoides population abundance in 
northern Europe [59, 66], this study is to our knowledge 
the first to use emergence trapping of adults systemati-
cally across multiple locations and years to accomplish 
this aim. The collection of > 96,000 Culicoides from 
267 emergence trapping events across 2  years revealed 
clear evidence of bivoltinism from peaks of both female 
Obsoletus complex populations and male populations 
of C. obsoletus emerging from dung heaps. This pattern 
has been reflected in daily suction trap data when col-
lecting at height without lures [34], but was not reflected 
in light-suction trapping data used for surveillance pur-
poses in the UK [36]. This is likely due to the biased 
nature of the light lure in such traps and subsequent lim-
ited numbers of male Culicoides usually collected using 
that method [67–69]. Despite this, it was clear that, in 
the habitats sampled, emergence of adult Culicoides dur-
ing the winter period (November–April) was negligible, 
correlating with the wider light-suction surveillance trap-
ping network in England and previous estimates of sea-
sonality [34].

It has been reported previously that Culicoides undergo 
a ‘spring flush’, where a mass adult emergence event 
occurs in spring at the beginning of the vector season, 
coinciding with favourable weather conditions [34, 36, 
39, 70–73]. This phenomenon has been widely reported 
in light-suction trap data; however, the data presented 
both here and in other early-season emergence studies 
demonstrate that adult appearance starts steadily. This 
apparent disparity is likely a function of meteorologi-
cal conditions limiting flight as the previously reported 
threshold for adult flight activity is similar to that of adult 
emergence reported here [74]. Spring activity may there-
fore be better described as a mass host-seeking event 
under suitable conditions rather than reflective of syn-
chronised emergence.

Dung heaps provide overwintering habitats for Culi-
coides as warm, permanently moist microclimates ena-
bling continuous development and low-level emergence 
during colder months [42, 54, 71]. Indeed, despite soil 
conditions during this study being on average only 
0.6  °C (99% range: −  3.3 to 4.3) warmer than ambient 
air temperature, core dung heap internal mean temper-
atures are 30 °C warmer than mean ambient air temper-
atures [75]. The degree to which Culicoides are exposed 
to these extremely divergent temperatures appears 
limited, however, as the Obsoletus complex genera-
tion time observed, indicated by corresponding peaks 
in emergence around late spring and early autumn, was 
longer than previously reported at 75–80 days [36, 38]. 
Studies reporting shorter generation times have previ-
ously been observed, and an additional peak has been 
identified in emergence in the summer, which was not 
observed here. This could be due to the nature of the 
developmental habitat (i.e. dung heaps become less 
attractive over late spring/early summer than other 
ephemeral habitats) or due to other undefined factors. 
The simple population dynamic model demonstrated 
similar emergence per heap, with differences between 
heaps due to individual heap productivity. This further 
points to the viability of dung heaps as developmental 
habitats for Obsoletus group Culicoides.

Male Culicoides represented a larger proportion of the 
overall catch earlier in the season, with male C. obsoletus 
first to emerge in 2018, providing additional evidence of 
protandry in C. obsoletus. This is similar to reports from 
emergence trap data for C. obsoletus, C. chiopterus and 
C. dewulfi [51], light-suction trap data for Culicoides 
impunctatus Goetghebuer [70] and anecdotal observa-
tions for Culicoides imicola Kieffer [76]. This suggests 
the reproductive strategy of earlier male emergence to 
be potentially widespread within Culicoides, as found in 
other insect species [77].

Biased sex ratios in studies of Culicoides emergence 
have been reported towards both female [39, 44, 70, 78] 
and male forms [38, 47]. It has been hypothesised that 
this is driven by selective larva mortality between the 
sexes, with faster development being advantageous with 
higher water content (hypothesised to favour male emer-
gence) and higher decaying organic content being advan-
tageous to longer developmental times (favouring female 
emergence) [38]. The female skew of emergence reported 
here, particularly with ongoing decomposition and suc-
cession at the dung heaps, adds weight to this hypothesis. 
Further work would be needed to truly determine the 
drivers of sex ratio as the impact of temperature and diet 
will vary significantly both spatially and temporally in the 
dung heaps, potentially influencing the patterns of emer-
gence of the sexes as observed here [37].
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Previous authors have noted the presence of abdominal 
pigmentation within adults collected through emergence 
trap collections and questioned the reliability of parity 
determination through this technique [42]. This study 
also observed pigmented individuals within the traps, at 
a rate of 8.2% of Obsoletus complex females. Pigmented 
individuals could be older nulliparous females exhibiting 
pigmentation as noted for C. imicola [79] and discussed 
further by Harrup et  al. [42], suggesting an influence of 
dietary components associated with organically enriched 
substrates that should be further explored. The presence 
of a substantial number of gravid individuals (3.7% of 
adult Culicoides collected) was more surprising, however, 
and remains to be explained. Autogeny has been reported 
for other Culicoides species, most notably C.  impuncta-
tus [70, 80]; however, this has not been demonstrated for 
C. obsoletus to date, and this phenomenon has not been 
recorded in any major arbovirus vector species within the 
genus [7].

Numerous previous studies have found C. scoticus to 
co-exist in known C. obsoletus breeding habitats [32, 39, 
42, 50, 81, 82]. This was also the case in the present study, 
with emergence of C. scoticus males observed through-
out, including early in the season. This suggests overwin-
tering within the dung heaps and further demonstrates 
that C.  obsoletus and C.  scoticus overlap significantly in 
their larval ecology. To our knowledge, this is the first 
evidence of male C. scoticus emerging from dung heaps, 
having utilised the habitat for overwintering [42, 44, 52, 
82].

Other species of Culicoides caught made up 0.23% of 
the overall catch and occurred sporadically over the 
summer months, suggesting the use of dung heaps as a 
temporary summer breeding habitat by these species. 
The exception to this was one gravid female C. pulicaris, 
retrieved from a collection in April 2017, and unpig-
mented female C. chiopterus collected in late April/
early May 2018. Although C. chiopterus has been previ-
ously reared from cow dung and observed in emergence 
traps on dung heaps [40, 45, 51, 82], this, to the authors’ 
knowledge, is the first evidence of the use of cattle dung 
heaps in the overwintering of this species.

Conclusions
This study has demonstrated the continual and highly 
variable emergence of Culicoides throughout the year 
from a semi-permanent larval habitat. We observed 
no evidence for mass emergence in spring, previously 
suggested to underpin adult activity patterns. This and 
the ability to observe seasonal patterns of emergence in 
male C. obsoletus highlight the need for complementary 
surveillance techniques in addition to light-trap data 
when investigating seasonality and phenology. Evidence 

was found of other vector species, C. chiopterus and 
C. scoticus, utilising cattle dung heaps as an overwin-
tering habitat, further highlighting the importance of 
these habitats on farm. Light suction trap collection 
data should not be used as a proxy to infer generation 
or emergence of Culicoides, as adult flight activity may 
not reflect emergence activity.

Supplementary Information
The online version contains supplementary material available at https:// doi. 
org/ 10. 1186/ s13071- 022- 05370-z.

Additional file 1: Text S1. Simple population dynamic model for pre-
adult Culicoides biting midges 

Additional file 2: Figure S1. Air and soil temperature data for 2016–2018 
for each farm site: daily mean and maximum air temperature (°C) (top and 
middle rows, respectively) and daily mean soil temperature at a depth 
of 3.5 cm (bottom row) for ON (left-hand column) and PW (right-hand 
column). Line colour indicates the year: 2016 (red); 2017 (blue); or 2018 
(cyan).

Additional file 3: Figure S2. Observed and expected daily number of 
Culicoides biting midges caught in eight emergence traps at two farm 
sites in south-east England during 2016–2018. Each panel shows the 
observed daily mean (red) and the posterior median (blue dots) and 95% 
credible interval (shading) for the expected daily mean. The grey-shaded 
areas indicate when the samples were being collected from the trap

Additional file 4: Figure S3. Observed and expected daily number of 
Culicoides obsoletus/scoticus females caught in eight emergence traps 
at two farm sites in south-east England during 2016–2018. Each panel 
shows the observed daily mean (red) and the posterior median (blue 
dots) and 95% credible interval (shading) for the expected daily mean. The 
grey-shaded areas indicate when the samples were being collected from 
the trap.

Additional file 5: Figure S4. Observed and expected daily number of 
Culicoides obsoletus males caught in eight emergence traps at two farm 
sites in south-east England during 2016–2018. Each panel shows the 
observed daily mean (red) and the posterior median (blue dots) and 95% 
credible interval (shading) for the expected daily mean. The grey-shaded 
areas indicate when the samples were being collected from the trap

Additional file 6: Table S1. Parameter estimates for a simple population 
dynamic model of pre-adult Culicoides biting midges.

Additional file 7: Data S1. Full data set of collected Culicoides including 
site, trap location, collection date and morphological identification 

Acknowledgements
The authors thank both landowners for access to their land and support 
throughout the length of the study. We would like to thank William Thurston 
and Steven White from the Met Office for their advice and provision of the 
meteorological data for the two sites. We also thank Marion England (The 
Pirbright Institute) for assistance in extracting and processing the soil tem-
perature data.

Author contributions
JES led the writing of the manuscript, collected data, identified insects and 
completed basic analysis of the data. SG undertook the statistical analysis 
and modelling of the data and write up. CS and SC conceived the study 
and designed methodology. CS recruited sites, collected data and identified 
insects. All authors read and approved the final manuscript.

Funding
This study was funded by Defra (grant number SE4113). SC, CS and SG 
acknowledge additional funding from the Biotechnology and Biologi-
cal Sciences Research Council (BBSRC) (grant codes: BBS/E/I/00007033, 
BBS/E/I/00007036, BBS/E/I/00007037 and BBS/E/I/00007038).

https://doi.org/10.1186/s13071-022-05370-z
https://doi.org/10.1186/s13071-022-05370-z


Page 12 of 14Stokes et al. Parasites & Vectors          (2022) 15:251 

Availability of data and materials
The dataset supporting the conclusions of this article is included within the 
article (and its additional files). The emergence trapping methodology has 
been included on the Gnatwork website. The Gnatwork is a Global Challenges 
Research Funded network with an international community of members 
researching Culicoides biting midges, sandflies and blackflies. Membership is 
free, with open access to resources through the website: https:// www. gnatw 
ork. ac. uk

Declarations

Ethics approval and consent to participate
Not applicable. No technique used during the study required ethical approval.

Consent for publication
Not applicable.

Competing interests
The authors declare that they have no competing interests.

Author details
1 The Pirbright Institute, Ash Road, Pirbright, Surrey GU24 0NF, UK. 2 ProScience 
Ltd, Gloucestershire GL11 5SD, UK. 

Received: 22 April 2022   Accepted: 1 June 2022

References
 1. Baylis M. Potential impact of climate change on emerging vector-

borne and other infections in the UK. Environ Health. 2017;16:45–51.
 2. Franklinos LHV, Jones KE, Redding DW, Abubakar I. The effect of 

global change on mosquito-borne disease. Lancet Infect Dis. 
2019;19:e302–12.

 3. World Health Organisation. Global vector control response 2017–2030. 
Geneva; 2017.

 4. Swei A, Couper LI, Coffey LL, Kapan D, Bennett S. Patterns, drivers, and 
challenges of vector-borne disease emergence. Vector-Borne Zoonotic 
Dis. 2020;20:159–70.

 5. IFAH. The growing threat of disease in humans and animals: Recommen-
dations for optimising solutions and innovations across all species and all 
regions. 2014. https:// www. bft- online. de/ filea dmin/ bft/ publi katio nen/ 
IFAH- white paper- 2014- Vecto rborne- Disea ses. pdf

 6. Purse BV, Carpenter S, Venter GJ, Bellis G, Mullens BA. Bionomics of 
temperate and tropical Culicoides midges: knowledge gaps and conse-
quences for transmission of Culicoides-borne viruses. Annu Rev Entomol. 
2015;60:373–92.

 7. Carpenter S, Groschup MH, Garros C, Felippe-Bauer ML, Purse BV. Culi-
coides biting midges, arboviruses and public health in Europe. Antivir Res. 
2013;100:102–13.

 8. Sick F, Beer M, Kampen H, Wernike K. Culicoides biting midges—under-
estimated vectors for arboviruses of public health and veterinary impor-
tance. Viruses. 2019;11:376.

 9. Linley JR. Biting midges (Diptera: Ceratopogonidae) as vectors of nonviral 
animal pathogens. J Med Entomol. 1985;22:589–99.

 10. Roberts H, Nixon E, Matt C. Case study: costs of Culicoides-borne arbovi-
ral diseases. Ecology and control of vector-borne diseases. Wageningen: 
Wageningen Academic Publishers; 2018. p. 2018.

 11. Pinior B, Brugger K, Kofer J, Schwermer H, Stockreiter S, Loitsch A, et al. 
Economic comparison of the monitoring programmes for bluetongue 
vectors in Austria and Switzerland. Vet Rec. 2015;176:464–464.

 12. Stokes JE, Tarlinton RE, Lovatt F, Baylis M, Carson A, Duncan JS. Survey 
to determine the farm-level impact of Schmallenberg virus during the 
2016–2017 United Kingdom lambing season. Vet Rec. 2018;183:1–10.

 13. Waret-Szkuta A, Alarcon P, Hasler B, Rushton J, Corbière F, Raboisson D. 
Economic assessment of an emerging disease: the case of Schmallen-
berg virus in France. Rev Sci Tech. 2017;36:265–77.

 14. King S, Rajko-Nenow P, Ashby M, Frost L, Carpenter S, Batten C. Out-
break of African horse sickness in Thailand, 2020. Transbound Emerg 
Dis. 2020;67:1764–7.

 15. Carpenter S, Mellor PS, Fall AG, Garros C, Venter GJ. African Horse Sick-
ness Virus: history, transmission, and current status. Ann Rev Entomol. 
2017;62:343–58.

 16. Bayrou C, Lesenfants C, Paternostre J, Volpe R, Moula N, Coupeau D, 
et al. Schmallenberg virus, cyclical reemergence in the core region: a 
seroepidemiologic study in wild cervids, Belgium, 2012–2017. Trans-
bound Emerg Dis. 2021. https:// doi. org/ 10. 1111/ tbed. 14136.

 17. Courtejoie N, Durand B, Bournez L, Gorlier A, Breard E, Sailleau C, et al. 
Circulation of bluetongue virus 8 in French cattle, before and after the 
re-emergence in 2015. Transbound Emerg Dis. 2018;65:281–4.

 18. Kęsik-Maliszewska J, Collins ÁB, Rola J, Blanco-Penedo I, Larska M. 
Schmallenberg virus in Poland endemic or re-emerging? A six-year 
serosurvey. Transbound Emerg Dis. 2020;68:2188–98.

 19. McGowan SL, la Rocca SA, Grierson SS, Dastjerdi A, Choudhury B, 
Steinbach F. Incursion of Schmallenberg virus into Great Britain in 2011 
and emergence of variant sequences in 2016. Vet J. 2018;234:77–84.

 20. Wernike K, Beer M. Re-circulation of Schmallenberg virus, Germany, 
2019. Transbound Emerg Dis. 2020;67:2290–5.

 21. Wilson A, Mellor P. Bluetongue in Europe: vectors, epidemiology and 
climate change. Parasitol Res. 2008;103:69–77.

 22. Menzies FD, McCullough SJ, McKeown IM, Forster JL, Jess S, Batten C, 
et al. Evidence for transplacental and contact transmission of blue-
tongue virus in cattle. Vet Rec. 2008;163:203–9.

 23. Baldet T, Delécolle JC, Cêtre-Sossah C, Mathieu B, Meiswinkel R, Gerbier 
G. Indoor activity of Culicoides associated with livestock in the blue-
tongue virus (BTV) affected region of northern France during autumn 
2006. Prev Vet Med. 2008;87:84–97.

 24. Carpenter S, Veronesi E, Mullens B, Venter G. Vector competence 
of Culicoides for arboviruses: three major periods of research, their 
influence on current studies and future directions. Rev Sci Tech. 
2015;34:97–112.

 25. Balenghien T, Pagès N, Goffredo M, Carpenter S, Augot D, Jacquier E, 
et al. The emergence of Schmallenberg virus across Culicoides com-
munities and ecosystems in Europe. Prev Vet Med. 2014;116:360–9.

 26. Nayduch D, Cohnstaedt LW, Saski C, Lawson D, Kersey P, Fife M, et al. 
Studying Culicoides vectors of BTV in the post-genomic era: resources, 
bottlenecks to progress and future directions. Virus Res. 2014;182:43–9.

 27. Carpenter S, Szmaragd C, Barber J, Labuschagne K, Gubbins S, Mellor 
P. An assessment of Culicoides surveillance techniques in northern 
Europe: have we underestimated a potential bluetongue virus vector? 
J Appl Ecol. 2008;45:1237–45.

 28. Meiswinkel R, Elbers ARW. The dying of the light: crepuscular activity 
in Culicoides and impact on light trap efficacy at temperate latitudes. 
Med Vet Entomol. 2016;30:53–63.

 29. McDermott EG, Mayo CE, Gerry AC, Laudier D, MacLachlan NJ, Mullens 
BA. Bluetongue virus infection creates light averse Culicoides vectors 
and serious errors in transmission risk estimates. Parasites Vectors. 
2015;8:1–9.

 30. de Regge N, Madder M, Deblauwe I, Losson B, Fassotte C, Demeule-
meester J, et al. Schmallenberg virus circulation in Culicoides in Belgium 
in 2012: field validation of a real time RT-PCR approach to assess virus 
replication and dissemination in midges. PLoS ONE. 2014;9:e87005.

 31. Hoffmann B, Bauer B, Bauer C, Bätza HJ, Beer M, Clausen PH, et al. 
Monitoring of putative vectors of bluetongue virus serotype 8 Germany. 
Emerg Infec Dis. 2009;15:1481–4.

 32. Campbell JA, Pelham-Clinton EC. X—A taxonomic review of the British 
species of Culicoides Latreille (Diptera, Ceratopogonidæ). Proc Royal Soc 
B. 1960;67:181–302.

 33. Meiswinkel R, Scolamacchia F, Dik M, Mudde J, Dijkstra E, van der Ven 
IJK, et al. The Mondrian matrix: Culicoides biting midge abundance and 
seasonal incidence during the 2006–2008 epidemic of bluetongue in the 
Netherlands. Med Vet Entomol. 2014;28:10–20.

 34. Sanders CJ, Shortall CR, Gubbins S, Burgin L, Gloster J, Harrington R, et al. 
Influence of season and meteorological parameters on flight activity of 
Culicoides biting midges. J Appl Ecol. 2011;48:1355–64.

https://www.gnatwork.ac.uk
https://www.gnatwork.ac.uk
https://www.bft-online.de/fileadmin/bft/publikationen/IFAH-whitepaper-2014-Vectorborne-Diseases.pdf
https://www.bft-online.de/fileadmin/bft/publikationen/IFAH-whitepaper-2014-Vectorborne-Diseases.pdf
https://doi.org/10.1111/tbed.14136


Page 13 of 14Stokes et al. Parasites & Vectors          (2022) 15:251  

 35. Holmes PR, Birley MH. An improved method for survival rate analysis 
from time series of Haematophagous Dipteran Populations. J Anim Ecol. 
1987;56:427.

 36. Holmes PR, Boorman JPT. Light and suction trap catches of Culicoides 
midges in southern England. Med Vet Entomol. 1987;1:349–59.

 37. Barceló C, Miranda MA. Development and lifespan of Culicoides 
obsoletus s.s. (Meigen) and other livestock-associated species reared at 
different temperatures under laboratory conditions. Med Vet Entomol. 
2021;35:187–201.

 38. Thompson GM, Jess S, Murchie AK. Differential emergence of Culicoides 
(Diptera: Ceratopogonidae) from on-farm breeding substrates in North-
ern Ireland. Parasitology. 2013;140:699–708.

 39. González M, López S, Mullens BA, Baldet T, Goldarazena A. A survey 
of Culicoides developmental sites on a farm in northern Spain, with a 
brief review of immature habitats of European species. Vet Parasitol. 
2013;191:81–93.

 40. Kettle DS, Lawson JWH. The early stages of British biting midges Culi-
coides latreille (Diptera: Ceratopogonidae) and allied genera. Bull Entomol 
Res. 1952;43:421–67.

 41. Kirkeby C, Bødker R, Stockmarr A, Enøe C. Association between land 
cover and Culicoides (Diptera: Ceratopogonidae) breeding sites on four 
Danish cattle farms. Entomol Fenn. 2009;20:228–32.

 42. Harrup LE, Purse B, Golding N, Mellor PS, Carpenter S. Larval develop-
ment and emergence sites of farm-associated Culicoides in the United 
Kingdom. Med Vet Entomol. 2013;27:441–9.

 43. Kremer M. Contribution à l’étude du genre Culicoides Latreille, particu-
lièrement en France. Publications de la societe Linneenne de Lyon. 
1967;36:28.

 44. Ninio C, Augot D, Dufour B, Depaquit J. Emergence of Culicoides obsoletus 
from indoor and outdoor breeding sites. Vet Parasitol. 2011;183:125–9.

 45. Werner D, Groschupp S, Bauer C, Kampen H. Breeding habitat preferences 
of major Culicoides Species (Diptera: Ceratopogonidae) in Germany. Int J 
Environ Res Public Health. 2020;17:5000.

 46. Zimmer J-YY, Brostaux Y, Haubruge E, Francis F. Larval development sites 
of the main Culicoides species (Diptera: Ceratopogonidae) in northern 
Europe and distribution of coprophilic species larvae in Belgian pastures. 
Vet Parasitol. 2014;205:676–86.

 47. Zimmer J-Y, Losson B, Saegerman C, Haubruge E, Francis F. Breeding sites 
and species association of the main Bluetongue and Schmallenberg virus 
vectors, the Culicoides species (Diptera: Ceratopogonidae), in northern 
Europe. Ann Soc Entomol. 2013;49:335–44.

 48. Zimmer J-Y, Losson B, Saegerman C, Kirschvink N, Haubruge E, Francis 
F. Comparaison des populations de Culicoides Latreille 1809 (Diptera : 
Ceratopogonidae) présentes au sein d’une bergerie belge et d’une prairie 
ovine associée. Ann Soc Entomol. 2013;49:446–59.

 49. Buxton PA. British Diptera associated with fungi. III. Flies of all 
families reared from about 150 species of fungi. Entomol Mon Mag. 
1960;96:61–94.

 50. Zimmer J-Y, Saegerman C, Losson B, Haubruge E. Breeding sites of blue-
tongue virus vectors. Belgium Emerg Infect Dis. 2010;16:575–6.

 51. Steinke S, Lühken R, Balczun C, Kiel E. Emergence of Culicoides obsoletus 
group species from farm-associated habitats in Germany. Med Vet Ento-
mol. 2016;30:174–84.

 52. Zimmer J-Y, Haubruge E, Francis F, Bortels J, Joie E, Simonon G, et al. 
Distribution of potential bluetongue vectors on Belgium farms. Vet Rec. 
2008;162:700–700.

 53. European Commission. Council Directive 91/676/EEC of 12 December 
1991 concerning the protection of waters against pollution caused by 
nitrates from agricultural sources. 1991. https:// eur- lex. europa. eu/ legal- 
conte nt/ EN/ ALL/? uri= celex% 3A319 91L06 76

 54. Lühken R, Kiel E, Steinke S. Culicoides biting midge density in relation to 
the position and substrate temperature in a cattle dung heap. Parasitol 
Res. 2014;113:4659–62.

 55. Ninio C, Augot D, Delecolle JC, Dufour B, Depaquit J. Contribution to the 
knowledge of Culicoides (Diptera: Ceratopogonidae) host preferences in 
France. Parasitol Res. 2011;108:657–63.

 56. Mathieu B, Cêtre-Sossah C, Garros C, Chavernac D, Balenghien T, Carpen-
ter S, et al. Development and validation of IIKC: an interactive identifica-
tion key for Culicoides (Diptera: Ceratopogonidae) females from the 
Western Palaearctic region. Parasites Vectors. 2012;5:137.

 57. Mathieu B, Cetre-Sossah C, Garros C, Chavernac D, Balenghien T, Carpen-
ter S, et al. IKCC: an interactive identification key for Culicoides (Diptera: 
Ceratopogonidae) females from the western Palaearctic region. 2012. 
http:// www. iikcu licoi des. net/

 58. Meiswinkel R, de Bree F, Bossers-De Vries R, Elbers ARW. An unrecognized 
species of the Culicoides obsoletus complex feeding on livestock in The 
Netherlands. Vet Parasitol. 2015;207:324–8.

 59. Mignotte A, Garros C, Gardès L, Balenghien T, Duhayon M, Rakotoarivony 
I, et al. The tree that hides the forest: Cryptic diversity and phylogenetic 
relationships in the Palaearctic vector Obsoletus/Scoticus Complex 
(Diptera: Ceratopogonidae) at the European level. Parasites Vectors. 
2020;13:1–13.

 60. Searle KR, Blackwell A, Falconer D, Sullivan M, Butler A, Purse BV. Identify-
ing environmental drivers of insect phenology across space and time: 
Culicoides in Scotland as a case study. Bull Entomol Res. 2013;103:155–70.

 61. Sanders CJ, Shortall CR, England M, Harrington R, Purse B, Burgin L, et al. 
Long-term shifts in the seasonal abundance of adult Culicoides biting 
midges and their impact on potential arbovirus outbreaks. J Appl Ecol-
ogy. 2019;56:1649–60.

 62. Dyce AL. The recognition of nulliparous and parous Culicoides (Diptera: 
Ceratopogonidae) without dissection. Aust J Entomol. 1969;8:11–5.

 63. Muñoz Sabater J. ERA5-Land hourly data from 1981 to present. Coperni-
cus Climate Change Service (CS3) Climate Data Store (CDS). 2019 .https:// 
doi. org/ 10. 24381/ cds. e2161 bac. Accessed 11 January 2022

 64. Bates D, Mächler M, Bolker BM, Walker SC. Fitting linear mixed-effects 
models using lme4. J Stat Soft. 2015;67:1–48.

 65. R Core Team. R: A language and environment for statistical computing. 
Vienna: R Foundation for Statistical Computing; 2021. https:// www. eea. 
europa. eu/ data- and- maps/ indic ators/ oxygen- consu ming- subst ances- in- 
rivers/ r- devel opment- core- team- 2006

 66. Cuéllar AC, Kjær LJ, Kirkeby C, Skovgard H, Nielsen SA, Stockmarr A, et al. 
Spatial and temporal variation in the abundance of Culicoides biting 
midges (Diptera: Ceratopogonidae) in nine European countries. Parasit 
Vectors. 2018. https:// doi. org/ 10. 1186/ s13071- 018- 2706-y.

 67. McDermott EG, Mayo CE, Gerry AC, Mullens BA. Trap placement and 
attractant choice affect capture and create sex and parity biases in 
collections of the biting midge Culicoides sonorensis. Med Vet Entomol. 
2016;30:293–300.

 68. McDermott EG, Mullens BA. The dark side of light traps. J Med Entomol. 
2018;55:251–61.

 69. Venter GJ, Labuschagne K, Hermanides KG, Boikanyo SNB, Majatladi DM, 
Morey L. Comparison of the efficiency of five suction light traps under 
field conditions in South Africa for the collection of Culicoides species. Vet 
Parasitol. 2009;166:299–307.

 70. Blackwell A, Mordue AJ, Young MR, Mordue W. Bivoltinism, survival rates 
and reproductive characteristics of the Scottish biting midge, Culicoides 
impunctatus (Diptera: Ceratopogonidae) in Scotland. Bull Entomol Res. 
2009;82:299–306.

 71. Harrup LE, Gubbins S, Barber J, Denison E, Mellor PS, Purse BV, et al. Does 
covering of farm-associated Culicoides larval habitat reduce adult popula-
tions in the United Kingdom? Vet Parasitol. 2014;201:137–45.

 72. Elbers ARW, Meiswinkel R. Culicoides (Diptera: Ceratopogonidae) host 
preferences and biting rates in the Netherlands: comparing cattle, sheep 
and the black-light suction trap. Vet Parasitol. 2014;205:330–7.

 73. Searle KR, Barber J, Stubbins F, Labuschagne K, Carpenter S, Butler A, 
et al. Environmental drivers of Culicoides phenology: how important is 
species-specific variation when determining disease policy? PLoS ONE. 
2014;9:e111876.

 74. Tugwell LA, England ME, Gubbins S, Sanders CJ, Stokes JE, Stoner J, et al. 
Thermal limits for flight activity of field-collected Culicoides in the United 
Kingdom defined under laboratory conditions. Parasites Vectors. 2021. 
https:// doi. org/ 10. 1186/ s13071- 020- 04552-x.

 75. Arikan O, Mulbry W, Ingram D, Millner P. Minimally managed composting 
of beef manure at the pilot scale: effect of manure pile construction on 
pile temperature profiles and on the fate of oxytetracycline and chlortet-
racycline. Bioresour Technol. 2009;100:4447–53.

 76. Veronesi E, Venter GJ, Labuschagne K, Mellor PS, Carpenter S. Life-history 
parameters of Culicoides (Avaritia) imicola Kieffer in the laboratory at dif-
ferent rearing temperatures. Vet Parasitol. 2009;163:370–3.

https://eur-lex.europa.eu/legal-content/EN/ALL/?uri=celex%3A31991L0676
https://eur-lex.europa.eu/legal-content/EN/ALL/?uri=celex%3A31991L0676
http://www.iikculicoides.net/
https://doi.org/10.24381/cds.e2161bac
https://doi.org/10.24381/cds.e2161bac
https://www.eea.europa.eu/data-and-maps/indicators/oxygen-consuming-substances-in-rivers/r-development-core-team-2006
https://www.eea.europa.eu/data-and-maps/indicators/oxygen-consuming-substances-in-rivers/r-development-core-team-2006
https://www.eea.europa.eu/data-and-maps/indicators/oxygen-consuming-substances-in-rivers/r-development-core-team-2006
https://doi.org/10.1186/s13071-018-2706-y
https://doi.org/10.1186/s13071-020-04552-x


Page 14 of 14Stokes et al. Parasites & Vectors          (2022) 15:251 

•
 
fast, convenient online submission

 •
  

thorough peer review by experienced researchers in your field

• 
 
rapid publication on acceptance

• 
 
support for research data, including large and complex data types

•
  

gold Open Access which fosters wider collaboration and increased citations 

 
maximum visibility for your research: over 100M website views per year •

  At BMC, research is always in progress.

Learn more biomedcentral.com/submissions

Ready to submit your researchReady to submit your research  ?  Choose BMC and benefit from: ?  Choose BMC and benefit from: 

 77. Morbey YE, Ydenberg RC. Protandrous arrival timing to breeding areas: a 
review. Ecol Lett. 2001;4:663–73.

 78. Kameke D, Kampen H, Wacker A, Werner D. Field studies on breeding 
sites of Culicoides Latreille (Diptera: Ceratopogonidae) in agriculturally 
used and natural habitats. Sci Rep. 2021;11:1–13.

 79. Braverman Y, Mumcuoglu K. Newly emerged nulliparous Culicoides 
imicola Kieffer (Diptera: Ceratopogonidae) with pigmented abdomen. Vet 
Parasitol. 2009;160:356–8.

 80. Boorman J, Goddard P. Observations on the biology of Culicoides 
impunctatus Goetgh. (Dipt.,Ceratopogonidae) in southern England. Bull 
Entomol Res. 1970;60:189–98.

 81. Conte A, Goffredo M, Ippoliti C, Meiswinkel R. Influence of biotic and 
abiotic factors on the distribution and abundance of Culicoides imicola 
and the Obsoletus Complex in Italy. Vet Parasitol. 2007;150:333–44.

 82. Steinke S, Luhken R, Kiel E. Assessment of the abundance of Culi-
coides chiopterus and Culicoides dewulfi in bovine dung: a comparison 
of larvae extraction techniques and emergence traps. Vet Parasitol. 
2014;205:255–62.

 83. White SM, Sanders CJ, Shortall CR, Purse BV. Mechanistic model for 
predicting the seasonal abundance of Culicoides biting midges and the 
impacts of insecticide control. Parasites Vectors. 2017;10:162.

 84. Wittman EJ. Temperature and the transmission of arboviruses by 
Culicoides biting midges. [Doctoral dissertation]. The University of Bristol; 
2000.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in pub-
lished maps and institutional affiliations.


	Emergence dynamics of adult Culicoides biting midges at two farms in south-east England
	Abstract 
	Background: 
	Methods: 
	Results: 
	Conclusions: 

	Introduction
	Methods
	Study area, Culicoides collection and identification
	Statistical methods

	Results
	Culicoides collections
	Relationship between emergence and temperature
	Number of generations
	Simple population dynamic model for pre-adult Culicoides

	Discussion
	Conclusions
	Acknowledgements
	References




